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Basic reproduction number and effective reproduction
number for North Cyprus for fighting Covid-19

The aim of this paper is to show how North Cyprus fought with Covid-19 by using Ry and R:, as herd
immunity. For that purpose, we used a SEIR model for basic reproduction number, Ry, and calculated R:
values by using Ry values. North Cyprus is the first country in Europe to free from Covid-19 epidemic.
One of the most important reasons for this is that the government decided to tackle Covid-19 pandemic
by using Ro and R; daily. For Ry, we constructed a new SEIR model by using real data for North Cyprus.
From March 11, 2020 to May 15, 2020, R, varies from 0.65 to 2.38.
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Introduction

Coronavirus is the virus that causes one of the most infectious diseases, Covid-19 (namely SARS-
CoV-2). This highly fatal disease began in December 2019, in Wuhan, China [1]. Disease has been
named by the World Health Organization, after a new coronavirus discovered from an infected patient
by Chinese Center for Disease Control and Prevention (CDC) [2]. In a susceptible population, the
main route of the transmission for Covid-19 is through small droplets from an infected person to other
people [3].

Symptoms of this disease are very similar with influenza, such as high fever, dry cough, tiredness.
Intensity of symptoms can range from very mild to severe. Infected people may have many symptoms
or no symptoms at all [4]. Many countries around the world have brought many restrictions to prevent
the spread of the disease. These restrictions include closure of workplaces, shops, restaurants and
airports [5].

Cyprus is the third largest island located in the Mediterranean region. In the North side of Cyprus,
the population is approximately 374000, and consists mainly of Turkish Cypriots [6]. In Northern
Cyprus, the SARS-CoV-2 outbreak started with patient zero on March 9, 2020 [7]. SARS-CoV-2 entered
the Northern Cyprus through the routes of Germany and England [7]. Since then the government took
many restrictions to prevent the spread of disease. On March 10, 2020 all of the schools, including
universities, were closed till March 15, 2020. Then closure was extended till the end of semester.
Afterwards, on March 15, 2020, all businesses except markets, pharmacies and gas stations were closed.
With all these restrictions, partial curfew and closure of the airport were announced by councilof ministers.

For infectious diseases, mathematical models can be constructed in order to study the infectiousness
of the disease. SEIR model is one type of the mathematical models that contains four main compart-
ments which are S, E, I, and R. Here S denotes susceptible, E denotes exposed (infected but not
yet infectious), I denotes infectious and R denotes recovered individuals in that population [8]. We
constructed a new SEIR model in order to calculate Ry and R; by using real data for North Cyprus [7].

The basic reproduction number, denoted by Ry, can be defined as the number of cases which are
expected to occur on average in a homogeneous population as a result of infection by a single individual.
The effective reproduction number, R., sometimes also denoted by Ry, is the number of people in a
population who can be infected by an individual at any specific time. It changes as the population
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becomes increasingly immunized, either by individual immunity following infection or by vaccination,
and also as people die |9, 10].

There are few differences between Ry and R;. The main difference is that in Ry there are no immune
individuals taken into account while in R; we count immune individuals as well. During an epidemic Ry
can not reflect the change of epidemic in time but R; can provide more information since it tracks the
evolution of transmission. Another important difference is that Ry works with daily cases. However,
R, generally works with death ratios [11,12].

Currently, a total of 30025 tests have been conducted resulting in 108 Covid-19 positive cases
in Northern Cyprus, of whom no patients are left under treatment. There are no individuals under
quarantine for 26 days due to the risk of carrying the Covid-19. As a result, 104 of patients have
recovered and 4 deaths have occurred [7]. North Cyprus is the first European Country that has become
Covid-19 free in 37 days [13]. In addition, no new cases were seen for 75 days.

In this paper, firstly we define the basic reproduction number, Ry, and the effective reproduction
number, Ry, as herd immunity. Then, we define the method and formulas which we have used in order
to calculate Ry and R; values. With these values, we illustrate in figures the evolution of disease in
North Cyprus. Lastly, we conclude our findings.

The basic reproduction number

An epidemiological definition of the basic reproduction number, denoted by Ry, is the expected
number of secondary cases by a single individual who is infected in an entirely susceptible population
[14,15]. Estimating Ry values in an epidemic can be helpful in order to see the infectiousness of the
disease. For that purpose we generally use mathematical modeling to find a formula for Ry of an
epidemic [15,16].

Basic reproduction number is calculated by using the parameters of the mathematical model [17].
Biological, social behaviour, and environmental factors can affect the basic reproduction number [18].
However, immunization is not an effect for Ry, which may occur naturally or by vaccination [19].

When Ry > 1, outbreak is expected to continue. We expect an outbreak to end if Ry < 1 or in
other words the number of infected individuals are expected to decrease [18,20]. Since Ry < 1 means
that each infected individual causes less than one new infection, this guarantees that the disease will
die out under that circumstances [21|. Hence, we desire the value of Ry to be less than 1.

Basic reproduction numbers for the previous pandemics are given in Fig. 1. SARS-CoV-2 has an
average value 2.65 during this pandemic if we compare with the other pandemics. If we check the Fig.

1, we can easily see that measles, HIV, or even influenza (Autumn 1918) are more infectious than
SARS-CoV-2.
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Figure 1. The basic reproduction numbers for pandemics comparing to SARS-Cov-2 (Covid-19)

MATHEMATICS series. Ne 3(99) /2020 87



E. Hincal, B. Kaymakamzade, N. Gokbulut

The effective reproduction number

The Effective Reproduction Number, R;, can be defined as the real average number of secondary
cases infected by primary cases per time [10]. As in Ry, R; < 1 means that epidemic will decline and
the epidemic will spread if R; > 1 [10]. In this paper, we will use the effective reproduction number as
herd immunity.

When most of the population gain immunity to an infectious disease, this provides indirect protection,
namely herd immunity, to those who don’t have immunity to that disease. In other words, in a
population, the greater the number of immune people means the lower likelihood that a susceptible
individual will be infected [22]. There are two ways for gaining herd immunity; vaccines and infection.
Since the vaccine of SARS-CoV-2 has not been found yet, we can analyze herd immunity idea only for
infection [23].

There is a threshold that must be reached in order to say that the population has gained herd
immunity. This threshold is called herd immunity threshold which is the percentage of the population
that must be immune by getting infected [22]. Herd immunity threshold changes from disease to disease.
The proportion of the population that needs to gain immunity to the disease to stop the spreading
increase as the infectiousness of the disease increase [23].

In this paper, we calculate the effective reproduction number, R;, as herd immunity. We attempt
to analyze the herd immunity idea for Northern Cyprus.

Calculating the basic reproduction number and effective reproduction number

In order to calculate the basic reproduction number in Northern Cyprus we use a basic SEIR model
where S is susceptible, F is exposed, I is infectious and R is the recovery compartment. This model
was first introduced by William Ogilvy Kermack and Anderson Gray McKendrick in 1927.

In this paper, herd immunity, Ry, is calculated by the following formula

1

Ri=1—— 1
t RO’ ( )
where Ry is the basic reproduction number.
We construct the following model for Covid-19
dsS
— =71-AS
a0
dE
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called a SEIR model with seven compartments which are explained in Table 1. By using this model and
system, we calculated Ry values for North Cyprus with real data. The formula for Ry can be obtained
by using the next generation matrix method. Then, with calculated Ry values, we can find R; values
using formula (1).

88 Bulletin of the Karaganda University



Basic reproduction number ...

The value of Ry is calculated as

Ry = (01871 4 B2b3) 01 + Brokablz) k3 + w B4 (O2ka 4 0301)) ba + 04 (BTap + BT3ks) (B2ka + 0301)
k1kaksbiba ’
(2)
where the variables and parameters of the model are described in Table 1 and Table 2, respectively.
Here

ki=01+ 05, ko =061 +03,ks =04 +a3,b1 =0 +w+ 04+ aq,by :C,O+052+53 (3)
Table 1
Variables for the model
Variables Descriptions
N Total population of humans
S Susceptible humans at the risk of having COVID-19 infection
E Exposed humans
I Infected humans with moderate infection
I Infected humans with severe infection
Q Human population under quarantine / isolation
H Hospitalized humans
R Recovered humans
Table 2
Parameters for the model and basic reproduction number
Parameters Descriptions
T Recruitment rate
I3 Transmission rate
7; (i =1,2,3,4) | Parameters for increase / decrease on infectiousness in humans
0; (1=1,2,3,4) Progression rates
w Hospitalization rate from I; class
10) Hospitalization rate from I class
a; (i=1,2,3) Disease induced death rates
0 Recovery rates

A formula (2) for Ry is obtained by using the method which needs next generation matrix where
finitely many distinct categories of individuals are introduced in a population. The method that uses
next generation matrix for calculating Ry was introduced by Diekmann et al. (1990) and van den
Driessche and Watmough (2002) [24]. This method needs two matrices which can be obtained from the
mathematical model. One matrix includes new infections of the disease taken from the system while
the other matrix consists of the rest of the system [24,25].

As we can see from Figure 2, while calculating Ry and R; values, we used daily cases between the
dates March 11, 2020 and May 15, 2020. We can observe that after approximately April 27, 2020, Ry
value decreased below one. This means that disease is not infectious anymore in TRNC under taken
restrictions, after that time.

On the other hand, if we look at the R; values which were calculated by formula (1), we see that
it is below one from the beginning. So, we can not make any comment by using R; for North Cyprus.
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Figure 2. Rgp and R; values from March 11, 2020 to May 15, 2020
Conclusions

Tackling of Covid-19 in North Cyprus has been compared with the other European countries. With
using the model, we calculated the basic reproduction number that secondary cases of new infectious
for Covid-19. Then we compared the infectiousness of the Covid-19 with the other pandemics, which
can be seen in Figure 1.

Some of countries used effective reproduction number during the SARS-CoV-2 pandemic. In Figure
2, we gave two graphs that are showing the infectiousness in North Cyprus with using Ry and R;.
Between April 17, 2020 - July 1, 2020 there were no new Covid-19 cases in North Cyprus. It can be
seen in the Figure 2 that this was what we assumed for the progression of the disease in North Cyprus
by using Ry values that we have obtained from the formula (2).

Furthermore, we have monitored Covid-19 pandemic in North Cyprus with R; as herd immunity.
The second graph in Figure 2 illustrates that R; values are less than one which shows us that there
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was no pandemic in North Cyprus. Although, both figures have similar behaviour, Figure 2 shows that
Ry is more effective than R;. However, we can not generalize this result.

In Figure 3, we can see that the North Cyprus has the lowest death rate with highest recovery in
Europe. Furthermore, North Cyprus is the leading country in Europe that it has almost 80000 tests
around 1000000 population. As a result, we can say that North Cyprus has reached zero at the case of
Covid-19 in 37 days.
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Figure 3. Comparison of North Cyprus with some other countries

and world data between March 11, 2020 and May 15, 2020
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9. Xunxan, b. Kaitmakamsae, Hesuxan [okOyryT

KoBua-19 nangeMusicbiMeH Kypecy YHIiH
Coarycrik Kunpaig penpoayKinsgacbIHBIH, 0a3aJbIK, HOMIipPI
2KoHe penpoayKIMACHIHBIH, THIM/iI HOMIpPi

MaxkaJsianblH MakcaTbl — YKBIMIBIK uMMyHHUTET peTinge RO kone Rt konmany apkbuibr Conrycrik Kump
Covid-19 mammemusicbiMeH Kajait KypeckeHin kepcery. Ocwkl makcarta RO MOHIEpiH KOJIJaHY apKBLIBI
Rt monzepi ecenrenai »xone RO 6azasblk HeMipin oiimary ymia SEIR momeni xkommamburran. Coaryctik
Kunp — KoBu-19 suunemusicbinan aifbikkan Eypona esjepi immineH ayramikbl €1 OOJbIT TadbLIa bl My-
HBIH MaHbI3/IbI cebenrepiniy, 6ipi - ykimertin kyuaeaikTi RO xxone Rt konnansin, Kosua-19 nangeMusicbiMen
Kypecy TypaJibl mermnim Kabbuiaaysl. Cosrryerik Kunp ymin HakTer MastiMerrepai kosgansin, RO ymin SEIR
KaHa Mojetin KypacToipabl. 2020 xkbuabiH, 11 Haypb3binan 6acran 2020 KbeuiabiH, 15 MaMbIpblHa JAeiiin
RO mowi 0,65- Ten 2,38-re neitin aybITKBIIT TYPIBI.

Kiam cosdep: Kosua-19, Conrycrik Kump, snugemusiiap, MareMaTHKAJBIK, MOJIE/b.

9. Xumxaia, b. Kaitmakamzane, Hesuxan ['okOyayT

BazoBbrit HOMep penpoaykiun u 3ppeKTuBHBbIIT HOMEP
pemnpoaykitnu CeBeproro Kumnpa ajis 60ops6b ¢ KoBua-19

Iesp mannoit cratbu — nokasarh, kak Cesepublit Kunp 6oposics ¢ Covid-19, ucnonibsyss Ro u R:, B kKade-
CTBE KOJUIEKTUBHOIO NMMyHuTera. s sToro aBropamu ncnosib3oBana mojesab SEIR s 6a3oBoro Homepa
BocmipousBeieHusi, Ry, n Bbrunciienne 3uadenus R, ucnonn3ys 3uadenus Ro. Cesepubiit Kumnp sBiistercst
nepBoii crpanoit B EBpone, koropas uzbasuiack ot snugemun Kosuia-19. Oqna 3 nanbosiee BayKHBIX IIPH-
9PH 9TOTO 3aKJI0YAeTCs B TOM, YTO [IPABUTEILCTBO permyio 6oporbes ¢ naugemuein Covid-19, ucnonssys
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10
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15

exxenueBHble Ro n R:. [Ina Ry HaMmu mocTpoeHa HoBast Mojenb SEIR ¢ ncnonb3oBanneM peabHBIX JaHHBIX
st Ceseproro Kumpa. C 11 mapra 2020 r. mo 15 mas 2020 r. ypoBerb Ry B 910l cTpane KoJsebyercs B
npeznesax or 0,65 no 2,38.

Karouesvie caosa: Kosun-19, Cesepubiit Kunp, snnmemun, maremMaTudeckas MOJIEb.
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